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BB... YES 
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(57) Abstract: A protein crystal detecting method for detecting a protein crystal in protein solution held in a crystallizing container, 
O wherein layer images are obtained by imaging cross sections of a protein solution, a crystal feature image for each layer is created 
2 b y extracting a feature portion of a protein crystal from the layer images, judgment parameters such as a representative number of 

pixels representing the number of pixels of the layer image showing the largest feature portions, a representative average number of 

P^els for each label, and a layer-to-layer rate 
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of nonchange representing the ratio of the number of pixels of the feature portion of one layer to that of its adjacent layer from layer 
information on the number of pixels of the feature portion and the number of label, these judgment parameters are compared with 
judgment thresholds, a protein crystal is distinguished from other products by the difference between their thicknesses, and thus the 
production state of protein crystal is judged. With this, a protein crystal detecting device and a protein crystal detecting method for 
detecting a protein crystal with high accuracy are provided. 
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